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Answer ALL questions.

PART A — (10 x 2 = 20 marks)
Deﬁﬁe the coding and non-coding sequencés in genome.
Define Splicing.
Write short notes on Cytogenetic mapping.
Name the mapping techniques and édd a note on STSS.
Write the difference between SAGE and SADE.
Write a note on ORF.
Write about peptide mass finger printing.
What is critical on 2D Gel Electrophoresis.
Name the method of glycoprotein analyéis.

Write a short notes on phosphoprotein analysis.

PART B — (5 x 16 = 80 marks) ‘
(a) Explain about the organization of nuclear DNA in eukaryotes. (16)

Or

(b)  How the genome complexity can be analyzed using reassociation kinetics
with a neat graph. : (16)
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Write about the two different strategies for whole genome sequencing.

(16)

Or
Explain about the physical mapping techniques and the markers used in
this process. (16)
Write in.detail about the steps involved in the process of constructing and
screening of a subtractive cDNA library. (16)

Or

Explain the following :

(i)  Tissue Sampling and mRNA isolation (5)
(i) First and Second strand synthesis (5)
(iii) Linkers design, preparation and ligation. v (6)

(i) Explain about the equipments, reagents and methods for the

analysis of amino acid composition. t(8)

(i) Explain Edman protein micro sequencing. (8)
: Or

Explain about the principle involved in the MALDI-TOF. (16)

Write in detail any four post translational modifications of protein.  (16)

Or
(i) What are phospho proteins? How their presencey is analyéed? (6)

(i) Explain about the protein-protein interaction and their significance. -
. : (10)
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